The tumor-necrosis factor (TNF)-related apoptosisinducing ligand (TRAIL), or Apo-2L, is a member of the TNF superfamily. [1] [2] [3] Binding of TRAIL to one of its four receptors either induces or inhibits cell death, depending on which receptor is utilized. [4] [5] [6] [7] [8] The TRAIL gene is located on chromosome 3q26; its five exons encode an approximately 1.77 kb mRNA (GenBank accession number U37518). To identify variation in the TRAIL gene, we screened all five exons, including the 5Ј and 3Ј untranslated regions, in PCR-amplified DNA from 10 Caucasian and 10 African American individuals by denaturing high performance liquid chromatography (DHPLC). 9 All PCR fragments that showed variant DHPLC patterns were directly sequenced (Figure 1 ).
Five single nucleotide polymorphisms (SNPs) were detected in the coding portion of the gene. Three SNPs were in the 3ЈUTR at nucleotides 1525, 1588, and 1595 (based on the mRNA). DNA from Caucasian and African American controls was genotyped by direct sequencing ( Figure 1) ; allele frequencies were determined from genotype counts (Table 1) . Two polymorphisms were detected in exon 1 at nt 192C/T (Thr64) and exon 5 at nt 912C/T (Phe304). These were both synonymous substitutions that did not result in amino acid changes. These SNPs were not genotyped in our sample. Figure 1 Genomic DNA was isolated from whole blood or tissue using Puregene DNA Isolation Kit (Gentra Systems, Minneapolis, MN, USA). PCR amplification was carried out in a final volume of 50 l using 300 ng of genomic DNA, 0.75 mM dNTPs, 0.5 M of each primer (forward: 5Ј-AACATCTTCTGTCTTTATAATC-3Ј; reverse: 5Ј-AAATAACACGTACTTACTGAAG-3Ј), × 1 PCR buffer, 1.5 mM MgCl 2 , 10% DMSO, 2.5% glycerol, and 2.5 units Taq polymerase using the following conditions: an initial denaturation at 94°C for 3 min followed by 30 cycles of 94°C for 30 s, 48°C for 1 min 30 s, and 72°C for 45 s, and a single final extension at 72°C for 10 min. PCR products were sequenced on an ABI 377 sequencer (Applied Biosystems, Foster City, CA, USA) using sequencing primer 5Ј-GCTGGAGTGTAGTGGCATGA-3Ј in a Big Dye terminator reaction (Applied Biosystems), following the manufacturer's instructions. 
